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    Overview

    Development and pathogenesis share the common features of responding to environmental conditions to execute a program of gene expression resulting in new cell types.



An important question in plant pathogenesis is to understanding the functions of pathogen effectors and their host target(s).   Fungal effectors play roles in suppressing host defense mechanisms, however, other biotrophic functions, such as manipulating host physiology to promote nutrient acquisition and cell-to-cell movement are possible.  Therefore, identification of the full set of fungal proteins secreted during host invasion is a major effort in plant pathology research.  Candidate effectors are generally identified by virtue of i) their expression in planta ii) assessing their activity on the host using purified proteins or by manipulating expression iii) detecting the rapid evolution of effector genes due to selective pressure from the host.  My lab is using a combination of these approaches to identify and characterize a gene family of putative effectors from Magnaporthe oryzae, the rice blast fungus and define interactions with monocot hosts.
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